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Summary

Introductory workshop to Cytoscope focused on the analysis and visualization of gene networks leveraging several third-party apps.
The workshop will cover the installation of Cytoscape and several apps as well as hands-on examples. Gene networks will be
provided for the different exercises.
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Software requirements

o Cytoscape 3.2.1
It is available at http://www.cytoscape.org/download.php

o  JAVA7 OR GREATER
It is available at http://www.oracle.com/technetwork/javal/javase/downloads/jre8-downloads-2133155.html

o INTERNET ACCESS
It will be necessary to install Cytoscape’s apps.

o Hardware requirements
Minimum 2GB of RAM.
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